
GUEST LECTURE SERIES „MEDICAL INFORMATION SCIENCES“
On behalf of the Chair of Biomedical Informatics, Data Mining and Data Analytics (Prof. Dr. Matthias
Schlesner), and the Chair of IT Infrastructures for Translational Medical Research (Prof. Dr. Frank
Kramer), we are pleased to inform you that there is a new guest lecture series „Medical Information
Sciences“, starting this winter semester. This new format, covering a variety of topics within the scope
of medical science and application, will be held on a weekly basis on Monday evenings during the
winter term.
Preceding the lecture, informal individual meetings with the speaker can be arranged in order to
discuss related scientific questions and common grounds with regards to your research interests.
Please send an e-mail to office.bioinf@informatik.uni-augsburg.de tomake an individual appointment!

For the third lecture on Monday, November 28th 2022, we proudly welcome:
DR. DINA ELHAROUNI

(Hopp-Kindertumorzentrum, Deutsches Krebsforschungszentrum, Heidelberg)
„From functional drug profiling to multi-omics biomarker identificationin paediatric solid tumors“

Within the INFORM registry study over 1200 cases were molecularly profiled by early 2021,
with the aim of identifying relevant therapeutic targets. While 50% of the patients were
identified with druggable pathways, for only 5% high evidence targets were reported, and the
remaining cases lacked any druggable alteration. Thus, an ex-vivo functional drug response
profiling platform for pediatric solid tumors has been established within the INFORM study
aiming to identify biomarkers andmolecular mechanisms associated to drug response profiles
for clinical translation. Despite the current experimental and computational developments in
large drug profiling studies, a gap is still present in the translation of high throughput
functional drug testing findings into clinical practice.
In this talk I will be focusing on a therapy response analysis pipeline that was developed with
the implementation of pharmacokinetic data aiming to quantify therapy responses using a
clinical approach. Moreover, I will tackle how I identified multi-omics biomarkers associated
with metabolic drug sensitivities in pediatric solid tumors.

Dina ElHarouni has just completed her doctoral research in clinical bioinformatics at the department of pediatric
neuro-oncology, German Cancer Research Center. She received her BSc. in pharmacy and biotechnology from
the German University in Cairo and her MSc. from the same university where she worked on a
pharmacogenomics study on pediatric ALL patients. Her PhD work focused on therapy response scoring and
multi-omics biomarker identification for precision treatments in pediatric solid tumors. During her doctoral
studies, shewas nominated by the Helmholtz Association to attend the 70th Nobel Laureatesmeeting 2020/2021
and recently joined the Lindau alumni young scientists community. Moreover, she was the DKFZ Helmholtz
Juniors representative for the year 2021. Currently Dina will be joining Dana Farber Cancer Institute as a
postdoctoral researcher where she will be resuming her research passion under the theme of precision medicine
and brain tumor research.
Date: November 28th 2022 (starting 5:30 pm) Place: N2045
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Further information on the guest lecture series will be given here.
Our weekly lectures will be announced one week in advance in the MIS-Newsletter. Please subscribe
to our MIS-Newsletter for frequent updates by filling out the application form at the bottom of the
following website: https://www.uni-
augsburg.de/de/fakultaet/fai/informatik/prof/bioinf/vortragsreihe-mis/
If you have any questions or notes, feel free to contact us: office.bioinf@informatik.uni-augsburg.de
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